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- feasibility
» Alliance (NCSA) Virtual Machine Room
* PACIs(NCSA/SDSC NSF Nationa Technology Grid) 1998
* NASA Information Power Grid 1999~
* ASCI DISCOM 1999~
e GriPhyN (Grid Physics Network), PPDG, 2000~
e eGrid (European Grid), (EU/CERN) DataGrid, 2000~
e ApGrid (Asia-Pacific Grid) 2000~

* NCSA-SDSC Distributed Terascale System 2001~, IDVGL
(Distributed Virtual Grid Lab) 2001~

hinErid

o USBIlueribbon panel on Cyberinfrastracture

4.3
6.5 (750 )
-(2 )
e EU (6th Initiative)
- 3 Euro, R&D
3 Euro 4 ( 650 14 )
. NaReGi (National Research Grid Initiative)
-5
100TFlops

Thanks to Dr. Matsuoka




hinErid (2002 )
» ApGrid
-5 14 17 ( )

 PRAGMA (Pacific Rim and Grid
Middleware Assembly )

~7 11 12 (
—1 2324 () withAPAN,

hinErid (2003 )
* PRAGMA (Pacific Rim and Grid Middleware
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with Fran Berman

GGF7 at Shinjuku (3/4/2003-3/6/2003)
— Life Science mini workshop (3/5, 6)
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NaReGlI: National Research Grid Infrastructure
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» QoS (Quality of Service)
>

> |Pv6/IPSec
>
» E-Commerse, E-Business
» ITBL
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Quantum M echanics Calculations
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DB
DB X DB o X DB
DB
DB o DB DB |o DB
HD DA ol (PDB)
(SWISS-PRQOT)
LOCUS ECORBS 6197 bp DNA || ID  RBSB ECOLI ... HEADER ~ SUGAR TRANSPORT 23-SEP
30-0CT-1994 AC POZQES' COMPND  D-RIBOSE-BINDING PROTE]
DEFINITION E.coli ...rbsB ...| DT  21-JUL-1986 (...CREATED) COMPND 2 (G134R) COMPLEXED WITH
transport system, .| BT 21-JUL-1986 (... UPDATE)
ACCESSION M13169 M13517 DT 01-NOV-1995 (... UPDATE)
NID 9147511 DE  D-RIBOSE-BINDING ... AUTHOR  S.L.MOWBRAY,A.J.BJORKMA!
KEYWORDS  high affinity ribosg GN  RBSB OR RBSP OR PRLB. REVDAT 1  26-JAN-95 1DRJ 0
JRNL AUTH  A.J.BJORKMAN
ORGANISM  Escherichia coli || OC  PROKARYQTA; GRACILICUTES; || jpy TITL  PROBING FR...
REFERENCE 1 (sites) gﬁ ENTEROBACTERIACEAE. JRNL TITL 2 RIBOSE-BINDING
AUTHORS LLIRP SEQUENCE FROM N.A..-- yoni REF  TO BE PUBLISHED
TITLE RX  MEDLINE; 84032513. [
RA  GROARKE J.M., MAHONEY w.c.|] JRNL REFN  ASTM
JOURNAL RA  ZALKIN H., HERMODSON M.A.:|| SEQRES 1 271 LYS ASP THR ...
MEDLINE  84032513FEATURES RL J. BIOL. CHEM. 258:... SEQRES 2 271 PRO PHE PHE ...
gene 122..127 CC  -1- FUNCTION: INVOLVED IN || --.
/gene="rhsB" - HELIX 1 A PRO 14 LEU .
/translation="MKKGTVLNS...|| KW  TRANSPORT; SUGAR TRANSPORT|{ HELIX 2 B PRO 43 LEU .
- KW  3D-STRUCTURE. s
ORIGIN 94 bp upstream of Bcll| SO  SEQUENCE 296 AA; ... ATOM 1 N LYS 1 xiylz]
1 cteaggttcy aaatctaad MNMKKLATLV SAVALSATVS ANA-LLaTon 2 ca Lys 1 x2 yﬁ-'z
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R&D of biogrid software
Protein structural analysis Genome data analysis

[Mutual comparison, reference, and
aclassification of genome data]

Grid Clusters of Biogrid core Software (middleware)

High-speed processing of
large-scale data Secure data sharing
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* Pragma 3

» GGF7 Life Science
Workshop
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Technical Challenge of Grid

http://birn.ncrr.nih.gov/
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- (MEGGrid)
- <hard+soft>

- XML

World-wide Collaborative Research Activity
— SC2002, PRAGMA
— GGF Life-Science workshop
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